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ENTERED 



<110> APPLICANT: John P. Carulli et al . 

<120> TITLE OF INVENTION: THE HIGH BONE MASS GENE OF llql3 . 3 
<130> FILE REFERENCE: 032796-013 

<140> CURRENT APPLICATION NUMBER: US/09/543 , 771 
<141> CURRENT FILING DATE: 2000-04-05 
<150> EARLIER APPLICATION NUMBER: US 09/229,319 
<151> EARLIER FILING DATE: 1999-01-13 
<150> EARLIER APPLICATION NUMBER: US 60/071,449 
<151> EARLIER FILING DATE: 1998-01-13 
<150> EARLIER APPLICATION NUMBER: US 60/105,511 
<151> EARLIER FILING DATE: 1998-10-23 
<160> NUMBER OF SEQ ID NOS : 62 
<210> SEQ ID NO 1 
<211> LENGTH: 512 0 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<4 00> SEQUENCE: 1 

actaaagcgc cgccgccgcg ccatggagcc cgagtgagcg cggcgcgggc ccgtccggcc 
gccggacaac atg gag gca gcg ccg ccc ggg ccg ccg tgg ccg ctg ctg 
Met Glu Ala Ala Pro Pro Gly Pro Pro Trp Pro Leu Leu 
15 10 
ctg ctg ctg ctg ctg ctg ctg gcg ctg tgc ggc tgc ccg gcc ccc gcc 
Leu Leu Leu Leu Leu Leu Leu Ala Leu Cys Gly Cys Pro Ala Pro Ala 

15 20 25 

gcg gcc teg ccg etc ctg eta ttt gcc aac cgc egg gac gta egg ctg 
Ala Ala Ser Pro Leu Leu Leu Phe Ala Asn Arg Arg Asp Val Arg Leu 
30 35 40 45 

gtg gac gcc ggc gga gtc aag ctg gag tec acc ate gtg gtc age ggc 
Val Asp Ala Gly Gly Val Lys Leu Glu Ser Thr He Val Val Ser Gly 

50 55 60 

ctg gag gat gcg gcc gca gtg gac ttc cag ttt tec aag gga gcc gtg 
Leu Glu Asp Ala Ala Ala Val Asp Phe Gin Phe Ser Lys Gly Ala Val 

65 70 75 

tac tgg aca gac gtg age gag gag gcc ate aag cag acc tac ctg aac 
Tyr Trp Thr Asp Val Ser Glu Glu Ala He Lys Gin Thr Tyr Leu Asn 

80 85 90 

cag acg ggg gcc gcc gtg cag aac gtg gtc ate tec ggc ctg gtc tct 
Gin Thr Gly Ala Ala Val Gin Asn Val Val He Ser Gly Leu Val Ser 

95 100 105 

ccc gac ggc etc gcc tgc gac tgg gtg ggc aag aag ctg tac tgg acg 
Pro Asp Gly Leu Ala Cys Asp Trp Val Gly Lys Lys Leu Tyr Trp Thr 
110 115 120 125 

gac tea gag acc aac cgc ate gag gtg gcc aac etc aat ggc aca tec 
Asp Ser Glu Thr Asn Arg He Glu Val Ala Asn Leu Asn Gly Thr Ser 
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tec 


tec 


cgc 


cag 


gat 


ggc 


etc 


aat 


gac 


tgt 


atg 


cac 


aac 


2797 


188 


Val 


Phe 


His 


Ser 


Ser 


Arg 


Gin 


Asp 


Gly 


Leu 


Asn 


Asp 


Cys 


Met 


His 


Asn 




189 




895 










900 










905 












190 


aac 


ggg 


cag 


tgt 


ggg 


cag 


ctg 


tgc 


ctt 


gcc 


ate 


ccc 


ggc 


ggc 


cac 


cgc 


2845 


191 


Asn 


Gly 


Gin 


Cys 


Gly 


Gin 


Leu 


Cys 


Leu 


Ala 


He 


Pro 


Gly 


Gly 


His 


Arg 




192 


910 










915 










920 










925 




193 


tgc 


ggc 


tgc 


gcc 


tea 


cac 


tac 


acc 


ctg 


gac 


ccc 


age 


age 


cgc 


aac 


tgc 


2893 


194 


Cys 


Gly 


Cys 


Ala 


Ser 


His 


Tyr 


Thr 


Leu 


Asp 


Pro 


Ser 


Ser 


Arg 


Asn 


Cys 





4 

OIPE 



3085 



3133 



3181 



3229 



3277 



PAGE . 5 RAW SEQUENCE LISTING DATE : 04/25/2000 
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195 930 935 940 

196 age ccg ccc acc acc ttc ttg ctg ttc age cag aaa tct gee ate agt 2941 

197 Ser Pro Pro Thr Thr Phe Leu Leu Phe Ser Gin Lys Ser Ala He Ser 

198 945 950 955 

199 egg atg ate ccg gac gac cag cac age ccg gat etc ate ctg ccc ctg 2989 

200 Arg Met He Pro Asp Asp Gin His Ser Pro Asp Leu He Leu Pro Leu 

201 960 965 970 

202 cat gga ctg agg aac gtc aaa gee ate gac tat gac cca ctg gac aag 3037 

203 His Gly Leu Arg Asn Val Lys Ala He Asp Tyr Asp Pro Leu Asp Lys 

204 975 980 985 
2 05 ttc ate tac tgg gtg gat ggg cgc cag aac ate aag cga gec aag gac 
2 06 Phe He Tyr Trp Val Asp Gly Arg Gin Asn He Lys Arg Ala Lys Asp 

207 990 995 1000 1005 

208 gac ggg acc cag ccc ttt gtt ttg acc tct ctg age caa ggc caa aac 

209 Asp Gly Thr Gin Pro Phe Val Leu Thr Ser Leu Ser Gin Gly Gin Asn 

210 1010 1015 1020 

211 cca gac agg cag ccc cac gac etc age ate gac ate tac age egg aca 

212 Pro Asp Arg Gin Pro His Asp Leu Ser He Asp He Tyr Ser Arg Thr 

2 13 1025 1030 1035 

214 ctg ttc tgg acg tgc gag gee acc aat acc ate aac gtc cac agg ctg 

215 Leu Phe Trp Thr Cys Glu Ala Thr Asn Thr He Asn Val His Arg Leu 

216 1040 1045 1050 

217 age ggg gaa gee atg ggg gtg gtg ctg cgt ggg gac cgc gac aag ccc 

218 Ser Gly Glu Ala Met Gly Val Val Leu Arg Gly Asp Arg Asp Lys Pro 

219 1055 1060 1065 

220 agg gee ate gtc gtc aac gcg gag cga ggg tac ctg tac ttc acc aac 3325 

221 Arg Ala He Val Val Asn Ala Glu Arg Gly Tyr Leu Tyr Phe Thr Asn 

222 1070 1075 1080 1085 

223 atg cag gac egg gca gee aag ate gaa cgc gca gec ctg gac ggc acc 3373 

224 Met Gin Asp Arg Ala Ala Lys He Glu Arg Ala Ala Leu Asp Gly Thr 

225 1090 1095 1100 

226 gag cgc gag gtc etc ttc acc acc ggc etc ate cgc cct gtg gee ctg 

227 Glu Arg Glu Val Leu Phe Thr Thr Gly Leu He Arg Pro Val Ala Leu 

228 H05 1110 1H5 

229 gtg gtg gac aac aca ctg ggc aag ctg ttc tgg gtg gac gcg gac ctg 

230 Val Val Asp Asn Thr Leu Gly Lys Leu Phe Trp Val Asp Ala Asp Leu 

231 1120 H25 H30 

232 aag cgc att gag age tgt gac ctg tea ggg gee aac cgc ctg acc ctg 

233 Lys Arg He Glu Ser Cys Asp Leu Ser Gly Ala Asn Arg Leu Thr Leu 

234 1135 H40 H45 

235 gag gac gec aac ate gtg cag cct ctg ggc ctg acc ate ctt ggc aag 3565 

236 Glu Asp Ala Asn He Val Gin Pro Leu Gly Leu Thr He Leu Gly Lys 

237 1150 1155 H60 1165 
23 8 cat etc tac tgg ate gac cgc cag cag cag atg ate gag cgt gtg gag 

239 His Leu Tyr Trp He Asp Arg Gin Gin Gin Met He Glu Arg Val Glu 

240 H70 H75 H80 

241 aag acc acc ggg gac aag egg act cgc ate cag ggc cgt gtc gec cac 

242 Lys Thr Thr Gly Asp Lys Arg Thr Arg He Gin Gly Arg Val Ala His 

243 H85 H90 H95 
- ■ * etc act ggc ate cat gca gtg gag gaa gtc age ctg gag gag ttc tea 

U^fS/or Xaa have been detected in the Sequence Listing. tQ / 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to ^ 
<223> fields of each sequence which presents at least one n or Xaa. 



3421 



3469 



3517 



3613 



3661 



3709 
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PATENT APPLICATION US/09/543, 771 TIME: 11:38:27 

Input Set: 1543771. RAW 



Line ? Error/Warning Original Text 



1323 


W 


" N " 


or 


"Xaa" 


used : 


Feature 


required 


cagcaagggc 


cagaacaggg 


atggccctgc 


ccagggtc 


1331 


W 


M N M 


or 


"Xaa" 


used : 


Feature 


required 


tccgtttcna 


aaaacaaaca 


aacaaacaaa 


taaacaaa 


1563 


W 


" N " 


or 


"Xaa" 


used : 


Feature 


required 


gcatgtgcct 


gtaatcccag 


ctacttagga 


ggnnnnct 


1653 


W 


"N" 


or 


"Xaa" 


used : 


Feature 


required 


gaagacctgg 


ctgtangtgg 


ggtangcang 


ctttctaa 


1654 


W 


"N" 


or 


"Xaa" 


used : 


Feature 


required 


tggagttggc 


angtttccga 


aaagaagaaa 


agctgact 


1655 


W 


"N" 


or 


" Xaa " 


used : 


Feature 


required 


ggaacangca 


ggcttcttgg 


aagaagaaaa 


tctggctg 


2643 


W 


"N" 


or 


"Xaa" 


used : 


Feature 


required 


ctggccaaga 


ctggcaccna 


gctacacana 


aagtatan 


2792 


W 


"N" 


or 


"Xaa" 


used : 


Feature 


required 


gcgtagaaag 


ccctgnaaac 


tggagggagc 


cctttgtc 


3296 


W 


"N" 


or 


"Xaa" 


used : 


Feature 


required 


ctttnttttt 


tttttttttt 


tttttttttt 


tttgaaat 



